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Avesthagen Completes the First Whole Genome Sequence of a Parsi Breast Cancer Patient

BANGALORE, India, January 3, 2011 /PRNewswire/ -- Avesthagen Limited has yet again established its position as
a leader in the successful application of next gen technologies as it announces the completion of the first Parsi breast
cancer whole genome sequence of a 74-year-old Parsi woman with a heritable form of breast cancer. The incidence
of breast cancer in most populations is strongly linked to a genetic basis but little is known about the variants at the
present time. By employing whole-genome sequencing of affected individuals all genetic variants linked to the
disease can be identified. This will lead to a broader understanding of breast cancer disease mechanisms, the
development of new diagnostic tests, and the discovery of new drug targets and design of drugs.

This study is part of The AVESTAGENOME Project(TM), a systems biology based study on the Parsi population to
determine the genetic basis of longevity and age-related disorders. The whole genome sequencing is being carried
out in partnership with The Genome Analysis Centre (TGAC), UK. The TGAC team is employing the SOLID(TM) 4
next-generation sequencing platform (Applied Biosystems) to generate a draft sequence. Avesthagen's
bioinformatics experts will analyze and interpret the DNA sequence data and work with international partners to
integrate the data set with other studies, so that it has the greatest possible impact.

Existing breast cancer diagnostic tests and drugs, focusing on genetic variations in genes such as BRCA1 and HERZ2,
address only a fraction of breast cancer cases. A comprehensive understanding of all forms of breast cancer and the
risks posed to each individual can only be determined by identifying all heritable genetic variations that occur in
affected individuals. This first sequencing of the genome of a Parsi breast cancer patient is an important milestone in
this effort. Whole genome sequencing for additional breast cancer cases and other disease conditions is being carried
out.

The Parsis are a distinct minority population living in India and around the world with unique traits that include
longevity, but also predispositions to certain diseases, including breast cancer. By comparing the genomes of Parsi
individuals affected by breast cancer to healthy individuals, both within the community and in the general
population, scientists will be able to identify those variations that are most likely to be responsible for breast cancer.
The samples collected to date enable Avesthagen to assemble cohorts for a variety of diseases. The information so
developed in combination with well characterized genetic information provides for accelerated new biomarker and
drug discovery. Avesthagen is currently focusing on Breast Cancer, Diabetes and Neurological disorders.

Commenting on these developments, Dr. Villoo Morawala-Patell, Founder and CMD of Avesthagen, said: "With
The AVESTAGENOME Project as driver, Avesthagen intends to become the world leader in the development of
new cancer diagnostics and drugs and, and ultimately, the development of personalized healthcare."

Media Contact:

Ishaan Khanna
E: ishaan.khanna@avesthagen.com
T: T: +91-(0)80-28411665

SOURCE Avesthagen Limited.
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Avesthagen Completes the First Whole Genome Sequence of a Parsi Breast Cancer

Patient
Monday, 03 January 2011

Avesthagen Limited has yet again established its position as a

leader in the successful application of next gen technologies as it announces
the completion of the first Parsi breast cancer whole genome sequence of a
74-year-old Parsi woman with a heritable form of breast cancer. The incidence
of breast cancer in most populations is strongly linked to a genetic basis

but little is known about the variants at the present time. By employing
whole-genome sequencing of affected individuals all genetic variants linked

to the disease can be identified. This will lead to a broader understanding

of breast cancer disease mechanisms, the development of new diagnostic tests,
and the discovery of new drug targets and design of drugs.

This study is part of The AVESTAGENOME Project(TM), a systems
biology based study on the Parsi population to determine the genetic basis of
longevity and age-related disorders. The whole genome sequencing is being
carried out in partnership with The Genome Analysis Centre (TGAC), UK. The
TGAC team is employing the SOLID(TM) 4 next-generation sequencing platform
(Applied Biosystems) to generate a draft sequence. Avesthagen's
bioinformatics experts will analyze and interpret the DNA sequence data and
work with international partners to integrate the data set with other
studies, so that it has the greatest possible impact.

Existing breast cancer diagnostic tests and drugs, focusing on
genetic variations in genes such as BRCA1 and HER2, address only a fraction
of breast cancer cases. A comprehensive understanding of all forms of breast
cancer and the risks posed to each individual can only be determined by
identifying all heritable genetic variations that occur in affected
individuals. This first sequencing of the genome of a Parsi breast cancer
patient is an important milestone in this effort. Whole genome sequencing for
additional breast cancer cases and other disease conditions is being carried
out.

The Parsis are a distinct minority population living in India
and around the world with unique traits that include longevity, but also
predispositions to certain diseases, including breast cancer. By comparing
the genomes of Parsi individuals affected by breast cancer to healthy
individuals, both within the community and in the general population,
scientists will be able to identify those variations that are most likely to
be responsible for breast cancer. The samples collected to date enable
Avesthagen to assemble cohorts for a variety of diseases. The information so
developed in combination with well characterized genetic information provides
for accelerated new biomarker and drug discovery. Avesthagen is currently
focusing on Breast Cancer, Diabetes and Neurological disorders.

Commenting on these developments, Dr. Villoo Morawala-Patell,
Founder and CMD of Avesthagen, said: "With The AVESTAGENOME Project as
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driver, Avesthagen intends to become the world leader in the development of
new cancer diagnostics and drugs and, and ultimately, the development of
personalized healthcare."
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Avesthagen komplettiert die erste vollstandige
Genomsequenz einer parsischen
Brustkrebspatientin

Autor: PR Newswire (dt.) | 03.01.2011, 22:33 | 186 Aufrufe | =0 |

BANGALORE, Indien, January 3, 2011 /PRNewswire/ -- Avesthagen Limited hat seine Position als
Marktfuhrer in Bezug auf die erfolgreiche Anwendung von Gentechnologien der nachsten Generation erneut
bekraftigt. Das Unternehmen bestatigte jetzt die erste Komplettierung einer volistandigen Genomsequenz bei
einer 74-jahrigen parsischen Brustkrebspatientin mit einer vererbbaren Form von Brustkrebs. Das Auftreten
von Brustkrebs wird bei den meisten Menschen auf genetische Griinde zurtickgefiihrt; man weiss jedoch
derzeit noch sehr wenig tber die Varianten der Erkrankung. Durch die vollstandige Genomsequenzierung bei
betroffenen Patientinnen lassen sich alle genetischen Varianten, die mit der Erkrankung verbunden sind,
identifizieren. Dies wird zu einem besseren Verstandnis der Mechanismen der Brustkrebserkrankung sowie
zur Entwicklung neuer diagnostischer Tests und zur Entdeckung neuer Drug-Targets und Medikamente
fuhren.

Diese Studie ist Teil des AVESTAGENOME Project(TM), einer auf Systembiologie basierenden Studie
innerhalb der parsischen Bevélkerung zur Bestimmung der genetischen Basis von Langlebigkeit und
altersbezogenen Storungen. Die gesamte Genomsequenzierung wird in Partnerschaft mit dem The Genome
Analysis Centre (TGAC), UK, durchgefiihrt. Das TGAC-Team nutzt die SOLID(TM) 4
Sequenzierungsplattform der ndchsten Generation (Applied Biosystems) zur Generierung einer
Entwurfsequenz. Die Bioinformatik-Experten von Avesthagen analysieren und interpretieren die DNA-
Sequenzdaten und arbeiten gemeinsam mit internationalen Partnern an der Integration der Daten mit den
Datensatzen anderer Studien, so dass der grosstmogliche Effekt entsteht.

Bereits bekannte Diagnosetests und -medikamente fur Brustkrebserkrankungen konzentrieren sich auf die
genetischen Variationen von Genen wie BRCA1 und HER2 und eignen sich lediglich fur wenige
Brustkrebsfalle. Ein umfassendes Verstandnis fur alle Formen von Brustkrebs und fir die Risiken, denen jede
einzelne Patientin ausgesetzt ist, kann nur durch Identifizierung alle vererbbaren genetischen Variationen
erreicht werden, die bei betroffenen Patientinnen auftreten. Die erste Sequenzierung des Genoms einer
parsischen Brustkrebspatientin ist ein wichtiger Meilenstein im Rahmen dieser Bemihungen. Volistandige
Genomsequenzierungen bei weiteren Brustkrebsfallen und anderen Erkrankungen werden durchgefthrt.

Bei den Parsen handelt es sich um eine ethnische Minderheit, die in Indien und anderen Landern der Welt
lebt. Diese Menschen weisen einzigartige Merkmale wie beispielsweise Langlebigkeit auf, jedoch auch die
Veranlagung zu bestimmten Erkrankungen wie Brustkrebs. Durch den Vergleich der Genome von parsischen
Brustkrebspatientinnen mit denen gesunder Frauen sowohl innerhalb der parsischen Gesellschaft als auch der
allgemeinen Bevolkerung, werden Wissenschaftler in der Lage sein, die Variationen zu identifizieren, die mit
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hoher Wahrscheinlichkeit fiir Brustkrebserkrankungen verantwortlich sind. Die bis heute gesammelten Proben
versetzen Avesthagen in die Lage, Gruppen fur verschiedene Erkrankungen zusammen zu stellen. Die so
entwickelten Informationen zusammen mit genau charakterisierten genetischen Daten sorgen fur beschleunigte
neue Biomarker und schnellere Ergebnisse in der Medikamentenforschung. Avesthagen konzentriert sich
derzeit auf Brustkrebs, Diabetes und neurologische Stérungen.

Zu diesen Entwicklungen sagte Dr. Villoo Morawala-Patell, Griinder und CMD von Avesthagen: "Mit dem
AVESTAGENOME-Projekt als Motor will Avesthagen zum weltweiten Marktfuhrer im Bereich der
Entwicklung neuer Krebsdiagnosemethoden und -medikamente und letztlich der Weiterentwicklung der
personalisierten medizinischen Versorgung werden."

Pressekontakt:

Ishaan Khanna E-Mail: ishaan.khanna@avesthagen.com, Tel.: +91-(0 )80-28411665

Avesthagen Limited.
Kommentare

Es wurden noch keine Kommentare abgegeben.

Disclaimer

TOF
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Avesthagen achéve la premiére séquence génomique complete
d'une patiente parsie atteinte d'un cancer du sein

Lundi 03 Jan a 23:00 | Communiqué

BANGALORE, Inde, January 3, 2011 /PRNewswire/ -- Avesthagen Limited a encore une fois établi sa position de
leader dans I'application fructueuse des technologies de la nouvelle génération en annongant I'achévement de la
premiére séquence génomique compléte chez une patiente parsie 4gée de 74 ans atteinte d'un cancer du sein
de type héréditaire. L'incidence du cancer du sein dans la plupart des populations est fortement liée a une base
génétique mais on ne sait que peu de choses sur ses variantes pour le moment. En employant le séquengage
de génomes complets d'individus affectés, toutes les variantes génétiques liées a la maladie peuvent étre
identifiées. Ceci conduira a une compréhension plus large des mécanismes des cancers du sein, au
développement de nouveaux tests de diagnostic, a la découverte de nouveaux objectifs de médicaments ainsi
qu'a la conception des médicaments.

Cette étude fait partie de 'AVESTAGENOME Project(TM), une étude basée sur la biologie des systémes a propos
de la population parsie dont le but est de déterminer la base génétique de la longévité et des troubles liés a
I'dge. Le séquencage de génomes complets est actuellement effectué en partenariat avec le Centre d'analyse
génomique (TGAC), basé au Royaume-Uni. L'équipe du TGAC emploie la plateforme de séquengage (de
biosystémes appliqués) de la nouvelle génération, SOLID(TM) 4, pour générer une séquence d'essai. Les
experts en bio-informatique d'Avesthagen analyseront et interpréteront les données des séquences d'ADN et
travailleront avec des partenaires internationaux pour intégrer les ensembles de données a d'autres études,
afin d'obtenir le meilleur impact possible.

Les tests de diagnostic et les médicaments pour le cancer du sein existants, se focalisant sur les variations
génétiques de genes tels que le BRCA1 et HER2, ne conviennent que pour une partie des cas de cancer du sein.
Une compréhension compléte de toutes les formes de cancer du sein et des risques posés pour chaque individu
ne peut étre déterminée qu'en identifiant toutes les variations génétiques héréditaires se produisant chez les
individus affectés. Ce premier séquencage du génome d'une patiente parsie atteinte du cancer du sein est une
étape importante a cette fin. Le séquengage de génomes complets pour les cas supplémentaires de cancer du
sein et d'autres maladies est en cours de réalisation.

Les parsis sont une population minoritaire distincte vivant en Inde et autour du monde dotés de caractéristiques
uniques telles que la longévité, mais aussi de prédispositions a certaines maladies, y compris le cancer du sein.
En comparant les génomes d'individus parsis atteints du cancer du sein a ceux d'individus en bonne santé, tant
dans la communauté que dans la population générale, les scientifiques seront en mesure d'identifier ces
variations qui sont trés probablement responsables des cancers du sein. Les échantillons collectés a ce jour
permettent a Avesthagen d'assembler des cohortes pour une variété de maladies. Les informations ainsi
développées combinées a des informations génétiques bien caractérisées créent un nouveau biomarqueur ainsi
qu'une découverte des médicaments accélérés. Avesthagen se focalise actuellement sur le cancer du sein, le
diabéte et les troubles neurologiques.

En ce qui concerne ces développements, le Dr. Villoo Morawala-Patell, Fondatrice et CMD d'Avesthagen, a
déclaré : "Avec le projet AVESTAGENOME comme pilote, Avesthagen a l'intention de devenir le leader mondial
dans le développement de nouveaux diagnostics et médicaments contre le cancer, et en fin de compte, dans le
développement de soins personnalisés."

Contacts médias :

Ishaan Khanna, E : ishaan.khanna@avesthagen.com, Tél. : +91-(0 )80-28411665

© 2011 NewsWire
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Avesthagen completa o primeiro sequenciamento completo de genomade
uma paciente de cancer de mama parsi

BNOO3644 03 de janeiro de 2011 19:13 HORALOCAL

BANGALORE, India, 3 de janeiro de 2011 /PRNewswire/ -- A
Avesthagen Limited novamente estabeleceu sua posicdo como lider na
bem-sucedida aplicacdo das mais recentes tecnologias de genética ao
anunciar o complemento do primeiro sequenciamento completo do cancer
de mama de uma mulher parsi de 74 anos com uma forma de cancer de
mama hereditaria. A incidéncia de cancer de mama na maiorias das
populacdes esta fortemente ligada a base genética, mas é pouco
conhecida sobre as variantes atuais. Ao empregar o0 sequenciamento de
genoma completo de individuos afetados por todas as variantes
genéticas ligadas a doenca podem ser identificadas. Isto levara a um
entendimento mais amplo dos mecanismos sobre a doenca do cancer de
mama, o desenvolvimento de novos exames de diagnosticos, e a
descoberta de novos alvos terapéuticos e desenvolvimento de drogas.

Este estudo integra o AVESTAGENOME Project(TM), um sistema bioldégico
baseado no estudo da populacdo parsi para determinar as bases
genéticas da longevidade e complicacdes relativas a idade. O
sequenciamento de genoma completo estd sendo realizado em parceria
com o Genome Analysis Centre (TGAC), no Reino Unido. A equipe do TGAC
estd empregando a SOLiD(TM) 4, uma plataforma de sequenciamento de
ultima geracado (Biosistemas Aplicados) para gerar um esboco de
sequenciamento. Os especialistas em bioinformatica da Avesthagen
analisarado e interpretardo os dados de sequenciamento de DNA e
trabalharéo com parceiros internacionais para integrar os dados
estabelecidos com outros estudos, para que ele tenha o maior impacto
possivel.

Os exames de diagnosticos e os medicamentos existentes para cancer de
mama, concentrando-se nas variagdes genéticas em genes tais como
BRCA1 e HER2, sdo direcionados apenas a uma parcela de casos de cancer
de mama. Uma compreensdo abrangente de todas as formas de cancer de
mama analisa os riscos representados para cada individuo e s6 pode
ser determinada pela identificacdo de todas as variacdes genéticas
hereditarias ocorridas em individuos afetados. Este primeiro
sequenciamento do genoma de um paciente parsi de cancer de mama é um
marco importante neste esforco. O sequenciamento do genoma completo
para os casos de cancer de mama adicionails e outras condicdes de
doenca estédo sendo realizados.

Os parsis formam uma populacdo minoritaria diferente vivendo na India
e em todo o mundo com caracteristicas unicas que incluem longevidade,
mas também com predisposicdes para certas doencas, inclusive cancer
de mama. Ao comparar os genomas dos individuos parsis afetados pelo
cancer de mama aos individuos saudaveis, tanto dentro da comunidade
como na populacdo em geral, os cientistas serdo capazes de
identificar aquelas variacfes mais provaveis de serem responsaveis
pelo cancer de mama. As amostras coletadas até agora permitem a
Avesthagen reunir amostras para uma variedade de doencas. A
informacdo entdo desenvolveu-se numa combinagdo muito bem
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caracterizada de informacdo genética fornecida prevista pelo novo
biomarcador e pela descoberta de drogas. A Avesthagen esta atualmente
concentrando-se em Cancer de Mama, Diabetes e Problemas Neurologicos.

Ao comentar estes desenvolvimentos, o Dr. Villoo Morawala-Patell,
fundador e diretor médico da Avesthagen, disse: '"Com o AVESTAGENOME
Project como piloto, a Avesthagen pretende tornar-se o lider mundial
no desenvolvimento dos novos diagnosticos de cancer e medicamentos e,
finalmente, no desenvolvimento de um cuidado com a saude
personalizado.™

Contato com a midia:

Ishaan Khanna

E: ishaan.khanna@avesthagen.com
T: +91-(0)80-28411665

FONTE: Avesthagen Limited

CONTATO: Ishaan Khanna, +91-(0)80-28411665,
ishaan.khanna@avesthagen.com

BNED:NV

FONTE:PRN LATAN - LATIN AMERICA SINGLE COUNTRY BRAZIL
SAO PAULO-SP

CONTATOS:BRASIL-CAMILA CONTE

TELS:BRASIL :55-11-2504-5140

E-MAILS: camila.conte@prnewswire.com

PALAVRA-CHAVE:RJ
PALAVRA-CHAVE/RAMO DE ATIVIDADE:BIOTECNOLOGIA
PALAVRA-CHAVE/EMPRESA:AVESTHAGEN LIMITED
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Avesthagen sequences breast cancer genome

SREERUPA. MITRA

Bangalore

LIFE  sciences  firm
Avesthagen, backed by in-
vestors like Tatas, ICICI
Venture, Godrej and
Groupe Danone, said that
it has completed the first
whole genome sequence of
a T4-year old Parsi breast
cancer patient. This will
lead to a broader under-
standing of breast cancer
disease mechanisms, the
development of new diag-
nostic tests, and the dis-
covery of new drug targets
and design of drugs.

The study is part of the
Avestagenome Project, a
systems biology-based
study on the Parsi popula-
tion to determine the ge-

netic basis of longevity and
age-related disorders.

In this the whaole
genome sequencing is be-
ing carried out in partner-
ship with UK-based The
Genome Analysis Centre
(TGAC). On Avesthagen's
part, the company's bioin-
formatics  experts  will
analyse and interpret the
DNA sequence data and
work with its international
partners to integrate the
data set with other studies,
so that it has the greatest

possible impact.
According  to  Villoo
Morawala-Patell, founder

and CMD of Avesthagen,
with the project as driver,
Avesthagen intends to be-
come the world leader in
the development of new

DISEASE MBCHANISM: Whole genome sequencing for additional

breast cancer cases and other disease conditions is being carried out

cancer diagnostics and
drugs and, finally in the
development of person-
alised healthcare.

Patell pointed out that
the existing breast cancer
diagnostic tests and drugs,
focusing on genetic varia-

TOP

“THE first
sequencing of
the genome of
a Parsi breast
cancer patient
is an important
milestone ”

Villoo Morawala-Patell
CMD, Avesthagen

tions in genes, address on-
ly a fraction of breast can-
cer cases.

“A comprehensive un-

derstanding of all forms of
breast cancer and the
risks posed to each indi-
vidual can only be deter-
mined by identifving all
heritable genetic  varia-
tions that occur in affect-
ed individuals. This first
sequencing of the genome
of a Parsi breast cancer
patient is an important
milestone in this effort.
Whole genome sequenc-
ing for additional breast
cancer cases and other
disease conditions is being
carried out,” she added.

Avesthagen  presently
focuses on breast cancer,
diabetes and neurological
disorders.

shreerupamitra

@mydigitalfc.com
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